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Abstract Mitochodrial ND4 (1377 bp) and D~ Loop DN A (500 bp) sequences were employed
for estimating phylogenetic relationships among white~ head leaf monkey, black leaf monkey,
and phayrei lealf monkey. The variable sites and genetic distance of N D4 sequences between
black leaf monkey and phayrci leaf monkey were 123, and 8 Y% respectively, while those be—
tweenwhite™ head leaf monkey and black leaf monkey were 25, and 1. 8% . Mitochondrial D~
Loop DN A was characteristic by evoluating faster. Based on D= Loop DN A analysis, the genet—
ic distance between white™ head leaf monkey and black leaf monkey was 4 3% , while those be—
tween white™ head monkey and black leaf monkey were 26. 4o , and 26. %% respectively. So far
the black leaf monkey and phayrei leaf monkey have beenvalid species. Our studies implied that
white™ head leaf monkey should be a subspecies of black leaf monkey, but it should be a evolu—
tionary significant units (ESU), which should be taken seriously in genetic conservation.

Key words white™ head leaf monkey, ND4 sequence, D~ Loop sequence, classification
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CTA CAC CTA TG3’ Mleu-5" TACTTT-
TATTTGGAGTTGCACCA 3’ D-
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Table 1 The variable sites (below the line) and the genetic

distance ( above the line) of ND4 sequence

Men T.f. Trachypithicus T-phayrei
leucocephalus  francoisi
Men - 0.234 0.232 0. 235
T.f. 322 - 0.018 0. 085
leucocephalus
Tradvypithicus 320 25 - 0. 089
franwisi
T. phayrei 323 117 123 -
2 D- 500 bp (
) ( )

Table 2 The variable sites ( below the line) and the genetic
distance (above the line) of D~ Loop (500bp) DNA sequence

T.f. Trachypithicus T. phayrei
leucoce phalus francoisi
I.f. - 0. 043 0. 264
leucoce phalus
Trachypithicus 22 _ 0. 260
francoisi
T. phayrei 136 134 -
(evolutionary significant units, ESU) (27 301
’ ESU,
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