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Abstract The Giemsa C-banding analysis of Roegneria kamoji is carried out by using an improved
C-banding procedure. The karyotype formula is 2n= 6x= 42= 40 n+ 2 M. The relative length of
chromosome is 2. 9% to 6. 8% , the arm ratio is 1. 00 to 1. 67. The C-banding patterns in num-
ber, size, dyeability and distribution among ch romosomes are distinctively different. The C-banding
pattem is regarded as a cytological marker of all chromosomes of R. kamoji.
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Table 1 Arm ratio

and type of chromosomes of R. kamo ji

Chromosomes Relative length Arm ratio  Type
(%) (L79)
1St 3.6% 3.20= 6.89 1. 15 m
2St 3.6+ 2.51= 6. 13 1. 44 m
3St 2.92% 2.02%= 4.94 1. 45 m
48t 2.5k 2.23= 4.74 1. 12 m
5St 2.44 1.81= 4.25 1.35 m
6St 1.95% 1.39= 3.34 1. 40 m
7St 2.3% 1.60= 3.97 1. 48 m
1H 3.900 2.78 6.68 1. 40 m
2H 3.34 2.37=5.71 1. 41 m
3H 3.48 2.0%= 5.57 1. 67 m
4H 3.34 2.09% 5.43 1. 60 m
SH 2.9% 2.23= 5.22 1. 34 m
6H 3.060 1.95 5.01 1. 57 m
7H 1.6 1.60= 3.27 1. 04 m
1y 2.78& 1.60= 4.38 1.33 m
2Y 2.64 2.64= 5.28 1. 00 M
3y 2.78 1.8% 4.66 1. 48 m
4Y 2.5k 1.95= 4.46 1.29 m
5Y 1.6% 1.39= 3.06 1. 20 m
6Y 2.16- 1.3% 3.55 1.55 m
7Y 1.74 1.25= 2.99 1. 39 m

Fig. 1

Giemsa C
Giemsa C-banding karyotype of R. kamoji
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