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Abstract 5 gram—positive Bacillus strains and 3 gram-negative bacteria strains which are
antagonistic to Ustilago sataminea w ere selected to be amplified them ycB gene of iturin A operon by
PCR. A band of about 2 0 kb appeared among all strains of 5 gram—positive Bacillus. The PCR
product is 9% ~ 98% homologous to [tuB gene of iturin A operon. This result shows that the
antifungal mechanism of antagonistic Bacillus is related to Iturin group lipopeptin producing. There
are no any PCR products appearing among 3 gram-negative bacteria. More research on ther
antifungal mechanism need to be done in the future.
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Fig-2 The 3 —end DN A sequence of PCR product of Ass strain
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