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Abstract: [ Objective] The modification of halophilic « - amylase gene -was conducted in
FEscherichia coli to explore halophilic properties of halophilic a-amylase. [Methods]Firstly, a
halophilic amylase gene was cloned from the non-halophilic bacteria E. coli JM109, and the re-
combinant gene was successfully expressed. Secondlys the amino acid binding site of Na™ was
determined by homology modeling, and site-directed mutagenesis was conducted at the corre-
sponding sites. Finally,the enzymatic properties of the mutant enzymes were studied. [Results])
The mutant enzyme was characterized by higher halophilic property than wild type.and the op-
timum concentration of NaCl increased from 2 mol/L added to 3 mol/L. The halophilic amylase
had the optimum pH at 7 and the optimum temperature at 50°C ,under which its specific activity
was 4 831 U/mg. revealing nearly fourfold increase than the original enzyme. HPLC testing
showed that the products were mixed with glucose, maltose and maltotriose after the reaction
with 2% (W/V) of soluble starch. [Conclusion]Halophilic characteristics of halophilic amylase
gene k6 has direct relationship with Na' binding site.
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