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Modification of Bacillus subtilis Maltose Inducible Promoter
Pglv-M1

CHENG Yuan, WANG Guiping, SUN Chang, MI Huizhi, WEI Yutuo

(College of Science and Technology, Guangxi University, Nanning, Guangxi, 530005, China)

Abstract: The maltose-inducible promoter Pglv-M1 was modified by site-directed mutagenesis to improve the
start-up ability of the promoter. The Sextama-35 and Pri-bmow-10 areas of Pglv-M1 were analyzed, and by
simulating random mutations in these areas, the software scored the new fragments with the highest score.
The new promoter was ligated to the vector pHCMCO04-sva ,and express in Bacillus subtilis 1A857, and the
enzyme activity was measured every 12 h. The results showed that except for the mutant promoter Pglv-35,
the start-up effect of the other mutants reduced. After the expression vector Pglv-35-pHCMCO04-sva was ex-
pressed by the mutant, the highest activity of the crude enzyme per unit appeared at 36 h, which was 1. 31
times higher than that of the mutant before the mutation. As a modified product of the inducible promoter
Pglv,Pglv-M1 has a relatively close interaction with each other. By separately or simultaneously mutating
the key regions of the promoter, only one promoter Pglv-35 with improved starting ability is obtained, which
provides a reference for thinking and research directions of the promoter in the future.

Key words: Bacillus subtilis » Pglv ,promoter, modification
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