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Screening of High-production-heptylprodigiosin Strain from No-
toacmeibacter sp. BGMRC2072 by ARTP

SU Zhiwei, LU Tianmei, ZHAO Meiting,.I Yanmei, LIU Yuying,GAO Chenghai,
LIU Yonghong

(Institute of Marine Drugs,Guangxi University of Chinese Medicine, Nanning,Guangxi,530200,China)

Abstract: In order to obtain a superior mutant strain which could steadily produce high-yielding heptylprodigi-
osin,the marine bacteria Notoacmeibacter sp. BGMRC2072, were mutagenized by Atmospheric and Room
Temperature Plasma (ARTP). Combining the color,shape and biomass OD,, of a single colony for prelimi-
nary screening,then according to the heptyl prodigin yield, biomass and specific growth rate of the mutant
strain, the best mutant strain was screened out and tested for genetic stability. In the final screening,a mutant
strain B13 with high production of heptylprodigiosin was obtained. The production of heptylprodigiosin was
748.91—756. 27 pg/ml ,which was 94. 9% higher than the original strain (384,27 pg/ml),and the mutant
strain B13 has good genetic stability. This study shows that ARTP mutagenesis can significantly increase the
heptylprodigiosin production of marine bacterium Notoacmeibacter sp. BGMRC2072,and the genetic stability
of the mutant strain is better.

Key words: heptylprodigiosin (HPG) ,atmospheric room temperature plasma, selection by mutation, spectro-

photometry,screening and identification
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