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Fig. 1 The coral,sponge,and algae samples collected from the Weizhou Island coral reef
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Table 1 Species identification of partial strains

e [ )
Sﬂij*ains g)i‘tiﬁ%entiﬁcation Ir{%?iiﬁﬁeﬁ?
similarity (%)
MF02 Aspergillus terreus 99. 84
MF04 ,MF05 Chaetomium globosum 100. 00
MF06 Aspergillus sp. 100. 00
MF08,HP18,HP20  A. flavus 100. 00
HPO1 Trichoderma asperellum 100. 00
HP03,CS05 T. longibrachiatum 100. 00
HPOS8 Fusarium equiseti 100. 00
HP09 A. aculeatus 100. 00
HP12 A. ochraceopetali formis 100. 00
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Fig. 2 TLC spectra of some strains extracts (254 nm UV observation)
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Continued table 1
e [ Y
b W ITS Eﬁj*ﬁ{wﬁ
Strains Species identification ITS sequence
P similarity( %)
HP13 F. solani 100. 00
HP14 z;aslaromyces verruculo- 99. 83
HP16 Paraconiothyrium sp. 99. 83
HP17 A. unguis 100. 00
CS01,CS08 Trichoderma sp. 99. 84
CS06 Myrothecium inundatum 99. 83
CS07 P. cyclothyrioides 100. 00
MFO1
HPO1
Fig. 3

mentation

HPLC-DAD finger prints of the fermented products of strains MF01, MF07, HPO1,and HP08 based on solid rice fer-
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Table 2 MRSA inhibitory activity of the fermented products of

the strains based on solid rice fermentation

b R P B AR
Strains Diameter of bacteriostatic circle
(mm)

25 [ %F B8 Blank control —

BH 4 %F B Positive control 40
A. terreus MFO1 20
C. globosum MF04 18
A. flavus MFO07 20
T.asperellum HPO1 20
T. longibrachiatum HPO7 20
F. equiseti HPO8 24
A. unguis HP17 22
A. flavus HP20 20
Others —

TR FOR B YU G M

Note:"—" means no antimicrobial activity
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Fig.4 MRSA inhibitory activity of the fermented products of the strains based on solid rice fermentation
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Isolation, Identification, and Anti- MRSA Activity Screening of
Marine Symbiotic Fungi Derived from the Weizhou Island Coral
Reef
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LIU Yonghong

(Institute of Marine Drugs,Guangxi University of Chinese Medicine, Nanning, Guangxi, 530200, China)

Abstract: The objective of this study was to isolate fungal strains from the samples of reef-dwelling coral,
sponge,and algae collected from the Weizhou Island Coral Reef and further to discover the potential bioactive
strains by anti-methicillin resistant Staphylococcus aureus (MRSA) activity screening. Firstly, the fungi were
isolated and purified from these coral,sponge,and algae by dilution separation method,and were preliminarily
identified by analysis of the internal transcriptional spacer (ITS) sequence and phylogenetic tree. Then the i-
solated strains were subjected to the small-scale fermentations based on solid rice culture medium,and the ex-
tract was obtained by extraction and concentration with ethyl acetate. Finally, Thin Layer Chromatography
(TLC) and High-Performance Liquid Chromatography (HPLC-DAD) and other methods were used to ana-
lyze the abundance of metabolites in the strain extract. And the anti-MRSA activity of the crude extracts of
the strains was preliminarily screened by filter paper agar diffusion method. Forty fungal strains were isolated
and purified from the above samples,while Aspergillus and Trichoderma were found to be the predominant
genera. The strains A. terreus MF01,A. flavus MF07,T. asperellum HPO1l, Fusarium equiseti HP08 and
A.unguis HP17 were found with abundant metabolites and anti- MRSA activities. The strains of MFO01,
MF07,HP01,HP08 and HP17 have potential anti-MRSA activities, which provide basic information for sub-
sequent studies on active metabolites.

Key words: Weizhou Island,coral reef, marine fungi,isolation and identification,anti-MRSA activity
ST SR K




