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Table 1 Active components of L. lucidum-A. membranaceus

HBAEVRME  gepem pry

254 R s 4 F oOB/% Drug-
Drug Molecular ID Name Oral Bioavailability Like (DL)
(OB)/ %
A. membranaceus MOL000211 Mairin 55.38 0.78
A. membranaceus MOL000239 Jaranol 50. 83 0.29
A. membranaceus MOL000296 Hederagenin 36. 91 0.75
(35.85.95.10R.13R,14S,17R)>-10.13-dimethyl-
A membranaces MOLO00O33 g S e 11 cselopents 36.23 0.78
[a Jphenanthren-3-ol

A. membranaceus MOL000354 Isorhamnetin 49. 60 0.31
A. membranaceus MOL000371 3,9-di-O-methylnissolin 53.74 0.48
A. membranaceus MOL000374 5'-hydroxyiso-muronulatol-2",5'-di-O-glucoside 41.72 0.69
A. membranaceus MOIL1.000378 7-O-methylisomucronulatol 74.69 0.30
A. membranaceus MOL000379 9,10-dimethoxypterocarpan-3-O-B-D-glucoside 36. 74 0.92
A. membranaceus MOL000380 P sy imethoxy S 1a-dibydro-6H- 64. 26 0.42
A. membranaceus MOL000387 Bifendate 31.10 0.67
A. membranaceus MOL000392 Formononetin 69. 67 0.21
A. membranaceus MOL000398 Isoflavanone 109. 99 0.30
A. membranaceus MOL000417 Calycosin 47.75 0.24
A. membranaceus MOL000422 Kaempferol 41. 88 0.24
A. membranaceus MOI1.000433 Folic acid 68. 96 0.71
A. membranaceus MOL000438 (3RO (2 hydroxy=3 d-dimethoxyphenyl) chroman- 67.67 0.26
A. membranaceus MOL000439 Isomucronulatol-7,2'-di-O-glucosiole 49. 28 0.62
A. membranaceus MOL1.000442 1,7-dihydroxy-3,9-dimethoxy pterocarpene 39.05 0.48
A. membranaceus MOL000098 Quercetin 46. 43 0.28
L. lucidum MOL000358 B-sitosterol 36.91 0.75

L. lucidum MO1.000422 Kaempferol 41. 88 0.24

L. lucidum MOL004576 Taxifolin 57.84 0.27

L. lucidum MOL005146 Lucidumoside D 48. 87 0.71

L. lucidum MOL005147 Lucidumoside D_qt 54,41 0.47

L. lucidum MOLO005169 (20S)-24-ene-3f3,20-diol-3-acetate 40. 23 0.82

L. lucidum MOL005190 Eriodictyol 71.79 0.24

L. lucidum MOIL005195 Syringaresinol diglucoside_qt 83.12 0. 80

L. lucidum MOL005209 Lucidusculine 30. 11 0.75

L. lucidum MOL005211 Olitoriside 65. 45 0.23

L. lucidum MOL005212 Olitoriside_qt 103. 23 0.78

L. lucidum MOL000006 Luteolin 36. 16 0.25

L. lucidum MOIL000098 Quercetin 46. 43 0. 28
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Fig. 1 Differentially expressed genes associated with mCRPC
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Fig.2 Venn diagram of targets for L. lucidum-A. mem-
branaceus in the treatment of mCRPC
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Fig.3 Active ingredients and key target networks of L.
lucidum-A . membranaceus
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Fig. 4 PPI network of targets by L. lucidum-A. mem-

branaceus in the treatment of mCRPC
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Fig. 6 GO enrichment analysis for key targets
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Fig. 7 KEGG analysis for key targets
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Mechanism of Ligustrum lucidum-Astragalus membranaceus in
the Treatment of Metastatic Castration-Resistant Prostate Canc-
er Based on Network Pharmacology

CHEN Haiqun1 ,HUA Qirong1 ,LIN Jun*.ZHOU Qingniao3 ,CHEN Jia',QIN Fei',

WANG Lu', WU Qunying”" "

(1. School of Pharmacy,Guilin Medical University, Guilin, Guangxi, 541004, China; 2. School of Intelligent Medicine and Biotech-
nology, Guilin Medical University,Guilin, Guangxi,541004 , China;3. School of Basic Medical Sciences,Guangxi Medical Universi-
ty, Nanning , Guangxi, 530021, China)

Abstract : In this study,data mining and network pharmacology were used to explore the mechanism of Ligus-
trum lucidum-Astragalus membranaceus in the treatment of metastatic Castration-Resistant Prostate Cancer
(mCRPC). The effective components and targets of L. lucidum-A. membranaceus were retrieved by Tradi-
tional Chinese Medicine Systems Pharmacology (TCMSP) database and analysis platform. The chip data set
GSE77930 was analyzed by R language to screen differentially expressed genes. Cytoscape 3. 8. 0 software was
used to construct the active ingredient-target network and protein interaction network. GO enrichment analy-
sis and KEGG analysis of core targets were performed using R language. Cytoscape 3. 8. 0 software was used
to construct the relationship network of L. lucidum-A. membranaceus active ingredient-target pathway. The
results showed that there were 33 key active components in L. lucidum-A. membranaceus ,including Querce-
tin, Kaempferol, Luteolin, Isorhamnetin, and Formononetin, etc. There were 18 core targets, among which
AR,VCAM1, PCNA, NTRK1, TP53, EGFR and FBXO6 might be important targets for the treatment of
mCRPC by L. lucidum-A. membranaceus. KEGG analysis showed that L. lucidum-A. membranaceus played
an anti-mCRPC role mainly through Hepatitis B, Prostate cancer,cell cycle, VEGF signaling pathway and cel-
lular senescence. The results of this study can provide a reference for the clinical treatment of mCRPC.

Key words: Ligustrum lucidum ; Astragalus membranaceus ; metastatic castration-resistant prostate cancer;

network pharmacology;mechanism;signaling pathway
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