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Calculation of Signal-to—Noise Ratio in Gene Prediction
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Abstract: Fast Fourier Transform (FFT) was used to get the power spectrum. By means of
repeating computational experiments, the distribution frequency of nucleotides distribution
was statistically analyzed in a large number of DNA sequences to get a aggregate variable.
Then let the distribution frequency and the length of the DNA sequence be the independent
variable,the SNR under Z-curve was calculated to establish the new model, which avoids the
constraints of DNA sequence length and Discrete Fourier Transform (DFT) in traditional
methods,so it's easy to popularize.
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